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CHORDC1 Knockout HEK293T Cells
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Species Gene Symbol Gene ID GenBank Accession Transcript
Human CHORDCI1 26973 BC072461 NM 012124

About the gene

Official Symbol CHORDCl1

Previous Symbol -

Official Full Name | cysteine and histidine rich domain containing 1

Synonyms CHP1; CHP-1

Location 11q14.3

Gene Type protein-coding gene

Uniprot ID QI9UHDI1

Pathway/Library others

Regulates centrosome duplication, probably by inhibiting the kinase activity of ROCK2. Proposed to act
as co-chaperone for HSP90. May play a role in the regulation of NOD1 via a HSP90 chaperone complex.
In vitro, has intrinsic chaperone activity. This function may be achieved by inhibiting association of
ROCK2 with NPM1. Involved in stress response. Prevents tumorigenesis. CHRD1 HUMAN,Q9UHD1
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 132/
0222 T = -HE R R (100X) 100ml
D0508S/M i PR 21 2 4 R A Ao U ) 25/100%
D7080S/M/L T7 Endonuclease T (CRISPRZ5:3% [K] 2845 %5 52 F) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride ("M 2 %) 10mg/mlx 1ml
ST551-50mg Puromycin Dihydrochloride (FEM4 2% %) 10mg/mlIx5ml
ST551-250mg Puromycin Dihydrochloride (FEM4 2% %) 250mg
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